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<170> Patentln version 3.1 
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<211> 1683 

<212> DNA 
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<220> 

<221> CDS 
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<220> 

<221> mi sc_feature 
<222> (25). .(1629) 
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<223> n = any nucleotide A, C, G , or T 

<400> 1 

agctgtcagc cgcctcacag gaag atg ctg cgt egg egg ggc age cct ggc 

Met Leu Arg Arg Arg Gly Ser Pro Gly 



aca gga gec ctg gag gtc cag gtc cct gaa gac cca gtg gtg gca ctg 
Thr Gly Ala Leu Glu Val Gin Val Pro Glu Asp Pro val val Ala Leu 
30 35 40 



cag ctg gtq cac age ttt get gag ggc cag gac cag ggc age gee tat 
Gin Leu val His Ser Phe Ala Glu Gly Gin Asp Gin Gly ser Ala Tyr 
75 80 85 



tec ctg agg ctg cag cgc gtg cgt gtg gcg gac gag ggc age ttc ace 
Ser Leu Arg Leu Gin Arg val Arg Val Ala Asp Glu Gly ser Phe Thr 
110 115 120 



51 



atg ggt gtg cat gtg ggt gca gee ctg gga gca ctg tgg ttc tgc etc 99 
Met Gly val His Val Gly Ala Ala Leu Gly Ala Leu Trp Phe Cys Leu 
10 15 20 25 



147 



gtg ggc ace gat gec acc ctg tgc tgc tec ttc tec cct gag cct ggc 195 

val Gly Thr Asp Ala Thr Leu cys Cys Ser Phe Ser Pro Glu Pro Gly 
45 50 55 

ttc age ctg gca cag etc aac etc ate tgg cag ctg aca gat acc aaa 243 

Phe ser Leu Ala Gin Leu Asn Leu lie Trp Gin Leu Thr Asp Thr Lys 
60 65 70 



291 



gee aac cgc acg gec etc ttc ccg gac ctg ctg gca cag ggc aac gca 339 
Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin Gly Asn Ala 
90 95 100 105 



387 



tgc ttc gtg age ate egg gat ttc ggc age get gee gtc age ctg cag 435 

Cys Phe val Ser lie Arg Asp Phe Gly Ser Ala Ala val Ser Leu Gin 

125 ^ 130 135 

gtg gee get ccc tac teg aag ccc age atg acc ctg gag ccc aac aag 483 

val Ala Ala Pro Tyr ser Lys Pro Ser Met Thr Leu Glu Pro Asn Lys 

140 145 150 

gac ctg egg cca ggg gac acg gtg acc ate acg tgc tec age tac cag 531 

Asp Leu Arg Pro Gly Asp Thr val Thr lie Thr Cys Ser Ser Tyr Gin 
155 160 165 

ggc tac cct gag get gag gtg ttc tgg cag gat ggg cag ggt gtg ccc 579 

Gly Tyr Pro Glu Ala Glu val Phe Trp Gin Asp Gly Gin Gly val Pro 

170 175 180 185 

ctg act ggc aac gtg acc acg teg cag atg gee aac gag cag ggc ttg 627 

Leu Thr Gly Asn Val Thr Thr Ser Gin Met Ala Asn Glu Gin Gly Leu 

190 195 200 

ttt gat gtg cac age ate ctg egg gtg gtg ctg ggt gca aat ggc acc 675 

Phe Asp val His Ser lie Leu Arg Val Val Leu Gly Ala Asn Gly Thr 

205 210 215 

tac age tgc ctg gtg cgc aac ccc gtg ctg cag cag gat gcg cac age 723 

Tyr ser Cys Leu val Arg Asn Pro val Leu Gin Gin Asp Ala His ser 
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220 225 230 

tct gtc acc ate aca ccc cag aga age ccc aca gga gec gtg gag gtc 771 

Ser val Thr lie Thr Pro Gin Arg Ser Pro Thr Gly Ala val Glu Val 

235 240 " 245 

cag gtc cct gag gac ccg gtg gtg gec eta gtg ggc acc gat gec acc 

Gin Val Pro Glu Asp Pro Val val Ala Leu val Gly Thr Asp Ala Thr 

250 255 260 265 



cag cct atg aca ttc ccc cca gag gec ctg tgg gtg acc gtg ggg ctg 
Gin Pro Met Thr Phe Pro Pro Glu Ala Leu Trp val Thr val Gly Leu 
460 465 470 



819 



ctg cgc tgc tec ttc tec ccc gag cct gqc ttc age ctg gca cag etc 867 

Leu Arg cys Ser Phe Ser Pro Glu Pro Gly Phe ser Leu Ala Gin Leu 

270 275 280 

aac etc ate tgg cag ctg aca gac acc aaa cag ctg gtg cac agt ttc 915 

Asn Leu lie Trp Gin Leu Thr Asp Thr Lys Gin Leu Val His Ser Phe 

285 290 295 

acc gaa ggc egg gac cag ggc age gee tat gee aac cgc acg gee etc 963 

Thr Glu Gly Arg Asp Gin Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu 

300 305 310 

ttc ccg gac ctg ctg gca caa ggc aat gca tec ctg agg ctg cag cgc 

Phe Pro Asp Leu Leu Ala Gin Gly Asn Ala Ser Leu Arg Leu Gin Arg 

315 320 325 

gtg cgt gtg gcg gac gag ggc age ttc acc tgc ttc gtg age ate egg 

val Arg Val Ala Asp Glu Gly Ser Phe Thr Cys Phe Val Ser lie Arg 

330 335 340 345 



1011 



1059 



gat ttc ggc age get gee gtc age ctg cag gtg gee get ccc tac teg 1107 

Asp Phe Gly Ser Ala Ala val ser Leu Gin val Ala Ala Pro Tyr Ser 

350 355 360 

aag ccc age atg acc ctg gag ccc aac aag gac ctg egg cca ggg gac 1155 

Lys Pro Ser Met Thr Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp 

365 370 375 

acg gtg acc ate acg tgc tec age tac egg ggc tac cct gag get gag 1203 

Thr Val Thr lie Thr cys ser ser Tyr Arg Gly Tyr Pro Glu Ala Glu 

380 385 390 

gtg ttc tgg cag gat ggg cag ggt gtg ccc ctg act ggc aac gtg acc 1251 

Val Phe Trp Gin Asp Gly Gin Gly Val Pro Leu Thr Gly Asn Val Thr 

395 400 405 

acg teg cag atg gee aac gag cag ggc ttg ttt nnn nnn nnn nnn nnn 

Thr Ser Gin Met Ala Asn Glu Gin Gly Leu Phe Xaa xaa xaa xaa xaa 

410 415 420 425 

nnn nnn nnn nnn nnn nnn nnn nnn nnn nnn nnn nnn nnn nnn nnn nnn 1347 

xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa 

430 435 440 

nnn nnn nnn nnn nnn nnn gat gcg cac ggc tct gtc acc ate aca ggg 1395 

xaa xaa Xaa Xaa xaa xaa Asp Ala His Gly Ser Val Thr lie Thr Gly 

445 450 455 



1299 



1443 



tct gtc tgt etc att gca ctg ctg gtg gee ctg get ttc gtg tgc tgg 1491 
Ser Val cys Leu lie Ala Leu Leu vaT Ala Leu Ala Phe val cys Trp 

Page 3 



1 



Xll600.ST25.txt 
475 480 485 

aga aag ate aaa cag age tgt gag gag gag aat gca gqa get gag gae 1539 
Arg Lys lie Lys Gin ser Cys Glu Glu Glu Asn Ala Gly Ala Glu Asp 
490 495 500 505 

cag gat gqg gag gqa gaa gqc tec aag aca gee ctg cag cct ctg aaa 1587 
Gin Asp Gly Glu Gly Glu Gly ser Lys Thr Ala Leu Gin Pro Leu Lys 
510 515 520 

cac tct gae age aaa gaa gat gat gqa caa gaa ata gee tga 1629 
His Ser Asp Ser Lys Glu Asp Asp Gly Gin Glu lie Ala 
525 530 

ccatgaggac cagggagctg ctacccctcc ctacagctcc taccctctgg ctgc 1683 

<210> 2 

<211> 534 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<222> (421) . . (421) 

<223> The 'xaa' at location 421 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, Val , Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (422) . . (422) 

<223> The 'xaa' at location 422 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (423). .(423) 

<223> The 'xaa 1 at location 423 stands for Lys, Asn, Arg, ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (424) . . (424) 

<223> The 'xaa' at location 424 stands for Lys, Asn, Arg, ser, Thr, lie 
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, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (425). .(425) 

<223> The 'xaa' at location 425 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val , Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (426) . . (426) 

<223> The 'xaa' at location 426 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (427) . . (427) 

<223> The 'xaa 1 at location 427 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, Val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (428) . . (428) 

<223> The 'Xaa' at location 428 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His; Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_feature 
<222> (429). .(429) 

<223> The *Xaa' at location 429 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (430) . . (430) 

<223> The 'Xaa' at location 430 stands for Lys, Asn, Arg, ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 
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<221> mi sc_f eature 
<222> (431). .(431) 

<223> The 'Xaa' at location 431 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, Val , Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (432).. (432) 

<223> The 'Xaa 1 at location 432 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (433). .(433) 

<223> The 'xaa 1 at location 433 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (434) . . (434) 

<223> The 'xaa 1 at location 434 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (435). .(435) 

<223> The 'xaa 1 at location 435 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, Val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (436) . . (436) 

<223> The 'Xaa 1 at location 436 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, Val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (437). .(437) 
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<223> The 'xaa' at location 437 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, Val , Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (438) . . (438) 

<223> The *xaa' at location 438 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, cys, or Phe. 

<220> 

<221> mis cofeature 
<222> (439). .(439) 

<223> The 'xaa' at location 439 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (440) . . (440) 

<223> The 'xaa' at location 440 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or phe. 

<220> 

<221> mi sc_f eature 
<222> (441) . . (441) 

<223> The 'Xaa' at location 441 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (442) . . (442) 

<223> The 'Xaa 1 at location 442 stands for Lys, Asn, Arg, ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (443) . . (443) 

<223> The 'Xaa' at location 443 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, Val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 
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<220> 

<221> mi sc_feature 
<222> (444) . . (444) 

<223> The 'xaa' at location 444 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (445). .(445) 

<223> The 'Xaa 1 at location 445 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (446) . . (446) 

<223> The 'xaa' at location 446 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc_f eature 
<222> (447) . . (447) 

<223> The 'xaa' at location 447 stands for Lys, Asn, Arg, Ser, Thr, lie 
, Met, Glu, Asp, Gly, Ala, val, Gin, His, Pro, Leu, a stop codon, 
Tyr, Trp, Cys, or Phe. 

<220> 

<221> mi sc__f eature 
<222> (25). .(1629) 

<223> n = any nucleotide A, C, G, or T 
<400> 2 

Met Leu Arg Arg Arg Gly ser Pro Gly Met Gly val His val Gly Ala 
1 5 10 15 

Ala Leu Gly Ala Leu Trp Phe Cys Leu Thr Gly Ala Leu Glu val Gin 
20 25 30 

Val Pro Glu Asp Pro val val Ala Leu Val Gly Thr Asp Ala Thr Leu 
35 40 45 



Cys Cys Ser Phe Ser Pro Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn 
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50 55 60 

Leu lie Trp Gin Leu Thr Asp Thr Lys Gin Leu val His Ser Phe Ala 
65 70 75 80 

Glu Gly Gin Asp Gin Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe 
85 90 95 

Pro Asp Leu Leu Ala Gin Gly Asn Ala Ser Leu Arg Leu Gin Arg Val 
100 105 110 

Arg val Ala Asp Glu Gly Ser Phe Thr Cys Phe val Ser lie Arg Asp 
115 120 125 

Phe Gly Ser Ala Ala val Ser Leu Gin val Ala Ala Pro Tyr Ser Lys 
130 135 140 

pro ser Met Thr Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr 
145 150 155 160 

Val Thr lie Thr Cys Ser Ser Tyr Gin Gly Tyr Pro Glu Ala Glu val 
165 170 175 

Phe Trp Gin Asp Gly Gin Gly val Pro Leu Thr Gly Asn val Thr Thr 
180 185 190 

Ser Gin Met Ala Asn Glu Gin Gly Leu Phe Asp Val His Ser lie Leu 
195 200 205 

Arg Val val Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu val Arg Asn 
210 215 220 

Pro val Leu Gin Gin Asp Ala His Ser ser Val Thr lie Thr Pro Gin 
225 230 235 240 

Arg Ser pro Thr Gly Ala val Glu val Gin val Pro Glu Asp Pro val 
245 250 255 

val Ala Leu Val Gly Thr Asp Ala Thr Leu Arg Cys ser Phe ser Pro 
260 265 270 

Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn Leu lie Trp Gin Leu Thr 
275 280 285 

Asp Thr Lys Gin Leu val His ser Phe Thr Glu Gly Arg Asp Gin Gly 
290 295 300 

ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin 
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305 310 315 320 

Gly Asn Ala ser Leu Arg Leu Gin Arg val Arg val Ala Asp Glu Gly 
325 330 335 

ser Phe Thr cys Phe val Ser lie Arg Asp Phe Gly Ser Ala Ala val 
340 345 350 

ser Leu Gin Val Ala Ala Pro Tyr ser Lys Pro Ser Met Thr Leu Glu 
355 360 365 

Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr val Thr lie Thr cys Ser 
370 375 380 

ser Tyr Arg Gly Tyr Pro Glu Ala Glu val Phe Trp Gin Asp Gly Gin 
385 390 395 400 

Gly val Pro Leu Thr Gly Asn val Thr Thr ser Gin Met Ala Asn Glu 
405 410 415 

Gin Gly Leu Phe xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa 
420 425 430 

Xaa xaa xaa xaa Xaa xaa xaa Xaa xaa Xaa xaa Xaa Xaa xaa Xaa Asp 
435 440 445 

Ala His Gly Ser Val Thr lie Thr Gly Gin Pro Met Thr Phe Pro Pro 
450 455 460 

Glu Ala Leu Trp Val Thr Val Gly Leu Ser val Cys Leu lie Ala Leu 
465 470 475 480 

Leu val Ala Leu Ala Phe val Cys Trp Arg Lys lie Lys Gin Ser cys 
485 490 495 

Glu Glu Glu Asn Ala Gly Ala Glu Asp Gin Asp Gly Glu Gly Glu Gly 
500 ' 505 510 

Ser Lys Thr Ala Leu Gin Pro Leu Lys His ser Asp Ser Lys Glu Asp 
515 520 525 

Asp Gly Gin Glu lie Ala 
530 

<210> 3 
<211> 1683 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> CDS 

<222> (25). .(1629) 

<223> 



<220> 

<221> mi sc_f eat u re 

<222> (25). .(1629) 
<223> 



<400> 3 

agctgtcagc cgcctcacag gaag atg ctg cgt egg egg ggc age cct ggc 51 

Met Leu Arg Arg Arg Gly Ser Pro Gly 
1 5 

atg ggt gtg cat gtg gqt gca gee ctg gga gca ctg tgg ttc tgc etc 99 
Met Gly val His val Gly Ala Ala Leu Gly Ala Leu Trp Phe Cys Leu 
10 15 20 25 

aca gga gee ctg gag gtc cag gtc cct gaa gac cca gtg gtg gca ctg 147 
Thr Gly Ala Leu Glu val Gin val Pro Glu Asp Pro val val Ala Leu 
30 35 40 

gtg gqc ace gat gee ace ctg tgc tgc tec ttc tec cct gag cct gqc 195 
val Gly Thr Asp Ala Thr Leu Cys cys ser Phe ser Pro Glu Pro Gly 
45 50 55 

ttc age ctg gca cag etc aac etc ate tgg cag ctg aca gat acc aaa 243 
Phe Ser Leu Ala Gin Leu Asn Leu lie Trp Gin Leu Thr Asp Thr Lys 
60 65 70 

cag ctg gtg cac age ttt get gag gqc cag gac cag ggc age gee tat 291 
Gin Leu Val His Ser Phe Ala Glu Gly Gin Asp Gin Gly Ser Ala Tyr 
75 80 85 

gee aac cgc acg gee etc ttc ccg gac ctg ctg gca cag ggc aac gca 339 
Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin Gly Asn Ala 
90 95 100 105 

tec ctg agg ctg cag cgc gtg cgt gtg gcg gac gag ggc age ttc acc 387 
Ser Leu Arg Leu Gin Arg Val Arg Val Ala Asp Glu Gly ser Phe Thr 
110 115 120 

tgc ttc gtg age ate egg gat ttc ggc age get gee gtc age ctg cag 435 
Cys Phe val Ser lie Arg Asp Phe Gly ser Ala Ala val Ser Leu Gin 
125 130 135 

gtg gee get ccc tae teg aag ccc age atg acc ctg gag ccc aac aag 483 
val Ala Ala Pro Tyr Ser Lys Pro Ser Met Thr Leu Glu Pro Asn Lys 
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140 145 150 

gac ctg egg cca ggg gac acg gtg acc ate acg tgc tec age tac cag 531 

Asp Leu Arg Pro Gly Asp Thr Val Thr lie Thr cys Ser Ser Tyr Gin 
155 160 165 

ggc tac cct gag get gag gtg ttc tgg cag gat gqg cag ggt gtg ccc 579 

Gly Tyr Pro Glu Ala Glu val Phe Trp Gin Asp Gly Gin Gly Val Pro 

170 175 180 185 



ctg act gqc aac gtg acc acg teg cag atg gee aac gag cag gqc ttg 
Leu Thr Gly Asn val Thr Thr Ser Gin Met Ala Asn Glu Gin Gly Leu 
190 195 200 



gtg cgt gtg gcg gac gag gqc age ttc acc tgc ttc gtg age ate egg 
val Arg val Ala Asp Glu Gly Ser Phe Thr Cys Phe val Ser lie Arg 
330 335 340 345 



acg gtg acc ate acg tgc tec age tac egg gqc tac cct gag get gag 

Thr Val Thr He Thr Cys Ser Ser Tyr Arg Gly Tyr Pro Glu Ala Glu 

380 385 390 

gtg ttc tgg cag gat ggg cag ggt gtg ccc ctg act gqc aac gtg acc 

Val Phe Trp Gin Asp Gly Gin Gly Val Pro Leu Thr Gly Asn val Thr 
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ttt gat gtg cac age ate ctg egg gtg gtg ctg ggt gca aat ggc acc 675 

Phe Asp val His Ser lie Leu Arg Val val Leu Gly Ala Asn Gly Thr 

205 210 215 

tac age tgc ctg gtg cgc aac ccc gtg ctg cag cag gat gcg cac age 723 

Tyr Ser Cys Leu Val Arg Asn Pro val Leu Gin Gin Asp Ala His ser 
220 225 230 

tct gtc acc ate aca ccc cag aga age ccc aca gga gec gtg gag gtc 771 

Ser val Thr lie Thr Pro Gin Arg Ser Pro Thr Gly Ala Val Glu val 
235 240 245 

cag gtc cct gag gac ccg gtg gtg gee eta gtg ggc acc gat gee acc 819 

Gin val Pro Glu Asp Pro Val Val Ala Leu val Gly Thr Asp Ala Thr 

250 255 260 265 

ctg cgc tgc tec ttc tec ccc gag cct ggc ttc age ctg gca cag etc 867 

Leu Arg Cys ser Phe ser Pro Glu Pro Gly Phe ser Leu Ala Gin Leu 
270 275 280 

aac etc ate tgg cag ctg aca gac acc aaa cag ctg gtg cac agt ttc 915 

Asn Leu lie Trp Gin Leu Thr Asp Thr Lys Gin Leu Val His ser Phe 

285 290 295 

acc gaa ggc egg gac cag ggc age gee tat gee aac cgc acg gee etc 963 

Thr Glu Gly Arg Asp Gin Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu 
300 305 310 

ttc ccg gac ctg ctg gca caa ggc aat gca tec ctg agg ctg cag cgc 1011 

Phe Pro Asp Leu Leu Ala Gin Gly Asn Ala Ser Leu Arg Leu Gin Arg 
315 320 325 



1059 



gat ttc ggc age get gee gtc age ctg cag gtg gee get ccc tac teg 1107 
Asp Phe Gly Ser Ala Ala Val Ser Leu Gin val Ala Ala Pro Tyr Ser 
350 355 360 

aag ccc age atg acc ctg gag ccc aac aag gac ctg egg cca gqg gac 1155 
Lys Pro ser Met Thr Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp 
365 370 375 



1203 



1251 
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395 400 405 

acg teg cag atg gec aac gag cag ggc ttg ttt gat gtg cac age gtc 1299 
Thr ser Gin Met Ala Asn Glu Gin Gly Leu Phe Asp val His ser val 
410 415 420 425 

ctg egg gtg gtg ctg ggt gcg aat ggc ace tac age tgc ctg gtg cgc 1347 
Leu Arg val Val Leu Gly Ala Asn Gly Thr Tyr Ser Cys Leu vaT Arg 
430 435 440 

aac ccc gtg ctg cag cag gat gcg cac ggc tct gtc acc ate aca ggg 1395 
Asn Pro val Leu Gin Gin Asp Ala His Gly Ser Val Thr lie Thr Gly 
445 450 455 

cag cct atg aca ttc ccc cca gag gec ctg tgg gtg acc gtg ggg ctg 1443 
Gin Pro Met Thr Phe Pro Pro Glu Ala Leu Trp Val Thr Val Gly Leu 
460 465 470 

tct gtc tgt etc att gca ctg ctg gtg gec ctg get ttc gtg tgc tgg 1491 
Ser val cys Leu lie Ala Leu Leu Val Ala Leu Ala Phe val Cys Trp 
475 480 485 

aga aag ate aaa cag age tgt gag gag gag aat gca gga get gag gac 1539 
Arg Lys lie Lys Gin Ser Cys Glu Glu Glu Asn Ala Gly Ala Glu Asp 
490 495 500 505 

cag gat ggg gag gga gaa ggc tec aag aca gec ctg cag cct ctg aaa 1587 
Gin Asp Gly Glu Gly Glu Gly Ser Lys Thr Ala Leu Gin Pro Leu Lys 
510 515 520 

cac tct gac age aaa gaa gat gat gga caa gaa ata gee tga 1629 
His Ser Asp Ser Lys Glu Asp Asp Gly Gin Glu lie Ala 
525 530 

ccatgaggac cagggagctg ctacccctcc ctacagctcc taccctctgg ctgc 1683 



<210> 4 

<211> 534 

<212> PRT 

<213> Homo sapiens 



<220> 

<2 2 1> mis c_f ea t u re 

<222> (25).. (1629) 
<223> 

<400> 4 

Met Leu Arg Arg Arg Gly Ser Pro Gly Met Gly val His val Gly Ala 

1 5 10 15 



Ala Leu Gly Ala Leu Trp Phe cys Leu Thr Gly Ala Leu Glu val Gin 
20 25 30 
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Val Pro Glu Asp Pro val val Ala Leu Val Gly Thr Asp Ala Thr Leu 
35 40 45 

cys Cys Ser Phe Ser Pro Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn 
50 55 60 

Leu lie Trp Gin Leu Thr Asp Thr Lys Gin Leu val His Ser Phe Ala 
65 70 75 80 

Glu Gly Gin Asp Gin Gly Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe 
85 90 95 

Pro Asp Leu Leu Ala Gin Gly Asn Ala Ser Leu Arg Leu Gin Arg val 
100 105 110 

Arg val Ala Asp Glu Gly Ser Phe Thr Cys Phe val ser lie Arg Asp 
115 120 125 

Phe Gly ser Ala Ala val Ser Leu Gin Val Ala Ala Pro Tyr ser Lys 
130 135 140 

Pro Ser Met Thr Leu Glu Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr 
145 150 155 " 160 

val Thr lie Thr cys ser Ser Tyr Gin Gly Tyr Pro Glu Ala Glu val 
165 170 175 

Phe Trp Gin Asp Gly Gin Gly val Pro Leu Thr Gly Asn val Thr Thr 
180 185 190 

ser Gin Met Ala Asn Glu Gin Gly Leu Phe Asp val His Ser lie Leu 
195 200 205 

Arg val Val Leu Gly Ala Asn Gly Thr Tyr ser Cys Leu val Arg Asn 
210 215 220 

Pro Val Leu Gin Gin Asp Ala His ser ser val Thr lie Thr Pro Gin 
225 230 235 240 

Arg ser Pro Thr Gly Ala Val Glu val Gin val Pro Glu Asp Pro val 
245 250 255 

val Ala Leu Val Gly Thr Asp Ala Thr Leu Arg cys Ser Phe ser Pro 
260 265 " 270 

Glu Pro Gly Phe Ser Leu Ala Gin Leu Asn Leu lie Trp Gin Leu Thr 
275 280 285 
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asp Thr Lys Gin Leu val His ser Phe Thr Glu Gly Arg Asp Gin Gly 
W 290 295 300 

Ser Ala Tyr Ala Asn Arg Thr Ala Leu Phe Pro Asp Leu Leu Ala Gin 
305 310 315 320 

Gly Asn Ala Ser Leu Arg Leu Gin Arg Val Arg val Ala Asp Glu Gly 
3 325 330 "J 

ser Phe Thr Cys Phe Val Ser lie Arg Asp Phe Gly Ser Ala Ala val 
340 345 350 

ser Leu Gin val Ala Ala Pro Tyr Ser Lys Pro Ser Met Thr Leu Glu 
355 360 365 

Pro Asn Lys Asp Leu Arg Pro Gly Asp Thr val Thr lie Thr Cys Ser 
370 375 380 

Ser Tyr Arg Gly Tyr Pro Glu Ala Glu val Phe Trp Gin Asp Gly Gin 
385 ' 390 395 

Gly Val Pro Leu Thr Gly Asn val Thr Thr ser Gin Met Ala Asn Glu 
405 410 41b 

Gin Gly Leu Phe Asp val His Ser Val Leu Arg val val Leu Gly Ala 
420 425 430 

Asn Gly Thr Tyr Ser Cys Leu val Arg Asn Pro Val Leu Gin Gin Asp 
435 440 445 

Ala His Gly ser Val Thr lie Thr Gly Gin Pro Met Thr Phe Pro Pro 
450 455 460 

u Ala Leu Trp Val Thr val Gly Leu ser Val Cys Leu He Ala Leu 



Gl _ 

465 470 



Leu val Ala Leu Ala Phe Val Cys Trp Arg Lys lie Lys Gin Ser Cys 
485 490 4yi 

Glu Glu Glu Asn Ala Gly Ala Glu Asp Gin Asp Gly Glu Gly Glu Gly 
500 505 510 

Ser Lys Thr Ala Leu Gin Pro Leu Lys His ser Asp ser Lys Glu Asp 
515 520 3" 



Asp Gly Gin Glu lie Ala 
530 
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<210> 5 

<211> 1682 

<212> RNA 

<213> Homo sapiens 



<400> 5 
gcugucagcc 


gccucacagg 


aagaugcugc 


gucggcgggg 


cagcccuggc 


augggugugc 


60 


augugggugc 


agcccuggga 


gcacuguggu 


ucugccucac 


aggagcccug 


gagguccagg 


120 


ucccugaaga 


cccaguggug 


gcacuggugg 


gcaccgaugc 


cacccugugc 


ugcuccuucu 


180 


ccccugagcc 


uggcuucagc 


cuggcacagc 


ucaaccucau 


cuggcagcug 


acagauacca 


240 


aacagcuggu 


gcacagcuuu 


gcugagggcc 


aggaccaggg 


cagcgccuau 


gccaaccgca 


300 


cggcccucuu 


cccggaccug 


cuggcacagg 


gcaacgcauc 


ccugaggcug 


cagcgcgugc 


360 


guguggcgga 


cgagggcagc 


uucaccugcu 


ucgugagcau 


ccgggauuuc 


ggcagcgcug 


420 


ccgucagccu 


gcagguggcc 


gcucccuacu 


cgaagcccag 


caugacccug 


gagcccaaca 


480 


aggaccugcg 


gccaggggac 


acggugacca 


ucacgugcuc 


cagcuaccag 


ggcuacccug 


540 


aggcugaggu 


guucuggcag 


gaugggcagg 


gugugccccu 


gacuggcaac 


gugaccacgu 


600 


cgcagauggc 


caacgagcag 


ggcuuguuug 


augugcacag 


cauccugcgg 


guggugcugg 


660 


gugcaaaugg 


caccuacagc 


ugccuggugc 


gcaaccccgu 


gcugcagcag 


gaugcgcaca 


720 


gcucugucac 


caucacaccc 


cagagaagcc 


ccacaggagc 


cguggagguc 


caggucccug 


780 


aggacccggu 


gguggcccua 


gugggcaccg 


augccacccu 


gcgcugcucc 


uucucccccg 


840 


agccuggcuu 


cagccuggca 


cagcucaacc 


ucaucuggca 


gcugacagac 


accaaacagc 


900 


uggugcacag 


uuucaccgaa 


ggccgggacc 


agggcagcgc 


cuaugccaac 


cgcacggccc 


960 


ucuucccgga 


ccugcuggca 


caaggcaaug 


caucccugag 


gcugcagcgc 


gugcgugugg 


1020 


cggacgaggg 


cagcuucacc 


ugcuucguga 


gcauccggga 


uuucggcagc 


gcugccguca 


1080 


gccugcaggu 


ggccgcuccc 


uacucgaagc 


ccagcaugac 


ccuggagccc 


aacaaggacc 


1140 


ugcggccagg 


ggacacggug 


accaucacgu 


gcuccagcua 


ccggggcuac 


ccugaggcug 


1200 


agguguucug 


gcaggauggg 


cagggugugc 


cccugacugg 


caacgugacc 


acgucgcaga 


1260 


uggccaacga 


gcagggcuug 


uuugaugugc 


acagcguccu 


gcggguggug 


cugggugcga 


1320 


auggcaccua 


cagcugccug 


gugcgcaacc 


ccgugcugca 


gcaggaugcg 


cacggcucug 


1380 


ucaccaucac 


agggcagccu 


augacauucc 


ccccagaggc 


ccugugggug 


accguggggc 


1440 


ugucugucug 


ucucauugca 


cugcuggugg 


cccuggcuuu 


cgugugcugg 


agaaagauca 


1500 


aacagagcug 


ugaggaggag 


aaugcaggag 


cugaggacca 
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ggauggggag 


ggagaaggcu 


1560 



• 
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ccaagacagc ccugcagccu cugaaacacu cugacagcaa agaagaugau ggacaagaaa 1620 

uagccugacc augaggacca gggagcugcu accccucccu acagcuccua cccucuggcu 1680 

gc 1682 
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